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potato tomato tissue distribution 
annexin 281: 501 
wheat allergen glycosylation baker 
asthma 281: 401 
Basement 
membrane collagen interaction plas= 
minogen 284: 103 
Basic 
FGF heparan sulfate binding struc= 
ture 285: 805 
protein EGF receptor kinase 
281: 107 
Basolateral 
cell membrane isolation 283: 553 
Bean 
French carboxyarabinitol phosphate 
phosphatase 287: 821 
Golgi app arabinosyltransferase xylo= 
syltransferase 288: 817 
mung tonoplast ATPase essential 
lysine 285: 737 
Beet 
vacuole ATPase pyrophosphatase 
size 283: 493 
Beetle 
mealworm cDNA sequence trehalase 
288: 19 
Benzaldehyde 
dehydrogenase substrate specificity 
283: 789 
Benzyl 
alc dehydrogenase substrate specifici= 
ty 283: 789 
Beta 
adrenergic agonist lipolysis adipocyte 
288: 41 
factor ETS oncoprotein family 
287: 349 
lactoglobulin sheep gene transgenic 
mouse 286: 31 
subunit insulin receptor monoclonal 
antibody 288: 195 
very low density lipoprotein metab 
286: 785 


Betaine 


osmotic stress cell 282: 69 


BeWo 


cell nucleoside transport 288: 987 


Bicarbonate 


macrophage cytosol pH regulation 
281: 239 

pyruvate carboxylase ATP cleavage 
mechanism 287: 1011 


Big 


endothelin processing cathepsin E 
kinetics 284: 407 


Bile 


acid calcium hepatocyte phosphati= 
dylinositol 288: 357 

acid liver cell vol 288: 681 

calcium vasopressin 281: 387 

flow liver taurocholate excretion 
281: 593 

lipid secretion anion 286: 193 

salt calcium metab liver hormone 
283: 575 

salt sodium transport frog oocyte 
285: 785 

salt stimulated lipase isoform milk 
283: 119 

salt transport canalicular plasma 
membrane 284: 67 


Binding 


heparin calcium polarimetry 
282: 601 


Biochem 


nomenclature 282: i 


Biol 


mol nomenclature biochem 282: i 


Biotinylated 


affinity label cathepsin B detection 
283: 449 

affinity label cathepsin B precursor 
283: 461 

aminoacylchloromethane affinity 
label serine proteinase 283: 455 


Biphenyl 


chlorinated glutathione transferase 
liver 281: 539 


Bird 


salt gland inositol trisphosphate 
calcium 282: 703 


Bisphosphatase 


fructose mRNA liver regeneration 
287: 113 

fructose phosphofructokinase multiple 
form heart 285: 405 


Bisphosphate 


fructose pyruvate kinase liver endo= 
toxin 284: 761 


Bivalent 


cation CheY protein conformation 
NMR 287: 521 


Bleomycin 


deoxyribonucleic acid binding cleav= 
age 284: 929 


Blood 


antigen Diego band 3 variant 
288: 713 

coagulation factor VIII secondary 
conformation 288: 35 

coagulation thrombin domain 
283: 893 

factor VIII von Willebrand factor 
282: 129 

factor X processing trafficking liver 
284: 25 

group lectin subunit Moluccella 
285: 1 

group Lewis X neutrophil adhesion 
288: 23 

plasma protein carbonyl cigaret 
smoke 286: 607 

platelet activation adrenaline phency= 
clidine binding 285: 35 

platelet acyl CoA oxidase 286: 829 

platelet adenylate cyclase collagen 
fiber 282: 25 

platelet adhesion collagen G protein 


286: 701 

platelet arylsulfatase A isoform struc= 
ture 287: 979 

platelet calcium ATPase SERCA2b 
286: 135 

platelet calcium oscillation fibrinogen 
283: 379 

platelet calcium transport polemic 
285: 341 285: 343 

platelet calpain activation calcium 
284: 755 

platelet CAMP mastoparan 281: 465 

platelet collagen calcium 288: 925 

platelet derived growth factor calcium 
281: 775 

platelet derived growth factor confor= 
mation 281: 67 

platelet dopamine binding protein 
287: 45 

platelet phospholipid fatty acid 
281: 309 

platelet protein kinase C 283: 159 

platelet protein kinase C translocation 
288: 891 

platelet protein phosphorylation 
tyrosine 284: 923 

platelet signal transduction collagen 
cAMP 283: 889 

platelet thrombin diacylglycerol for= 
mation 282: 815 

platelet thrombin phosphatidylinosi= 
tol phosphate 286: 581 

polymorphonuclear leukocyte elastase 
fibrinogen fragment 281: 519 

serum factor protein cartilage 
288: 721 

serum riboflavin binding phosphogly= 
coprotein chicken 285: 275 

T kininogen oligosaccharide inflam= 
mation 283: 531 

vessel endothelium cAMP EDRF 
288: 345 

vessel endothelium plasminogen 
activator receptor 287: 407 

vessel endothelium prothrombin 
activation 281: 661 

vessel LDL lipoprotein receptor cAMP 
282: 853 


Bombesin 


phosphatidylethanolamine hydrolysis 
phospholipase D 285: 229 

receptor glioblastoma C6 calcium 
phosphoinositide 286: 641 


Bone 


collagen lysyl hydroxylation embryo 
282: 313 

inducing protein osteosarcoma 
284: 847 

osteogenesis imperfecta collagen gene 
mutation 288: 131 

osteogenesis imperfecta osteoblast 
coliagen metab 286: 73 

sialoprotein membrane osteogenic 
cell 285: 25 

sodium proton transport protein 
kinase 288: 137 


Bordetella 


fimbriae guanidinium 283: 823 


Botulii 


A pancreas acinar cell amylase 
283: 899 


Bradykinin 


calcium influx vascular endothelium 
284: 521 

phospholipase phosphatidylcholine 
metab 283: 347 


Brain 


acetylcholinesterase subunit monom= 
erization 281: 279 

aluminum iron ferritin Alzheimer 
disease 287: 509 

calcium calmodulin dependent protein 
kinase 281: 339 

calcium channel cardiac isoform 
288: 553 





chimaerin cDNA sequence rat 
287: 415 

cortex inositol phosphate lithium 
acetylcholine 282: 377 

cortex sodium hydroxytryptamine 
transporter purifn 286: 801 

cytosol phosphodimethylethanolamine 
methyltransferase 288: 267 

depolarization glucose acetate metab 
282: 225 

development methylarginine myelin 
basic protein 287: 929 

development tubulin posttranslation 
modification 288: 919 

dopamine receptor G protein coupling 
281: 369 

dopaminergic receptor ligand thiol 
group 281: 377 

G protein obesity 282: 15 

G protein polyamine 282: 545 

inositol bisphosphate cholinoceptor 
lithium 287: 437 

inositol monophosphatase sequence 
human rat 284: 749 

inositol tetraphosphate receptor 
288: 149 

microsome cytochrome P 450 reduc= 
tase 288: 483 

microsome neurosteroid metab 
288: 959 

nitric oxide synthase heme 288: 15 

nitric oxide synthase hydrogen perox> 
ide 281: 627 

nitrophenylphosphocholine phospho= 
diesterase glycerophosphocholine 
cholinephosphodiesterase 
286: 435 

nucleotidase 284: 621 

phosphatidylinositol phosphate kinase 
isoenzyme 288: 637 

phosphoinositide metab cholecystoki= 
nin 285: 847 

protein kinase C nucleus membrane 
286: 369 

protein kinase C phosphatidylcholine 
activation 284: 221 

somatostatin receptor mol form 
282: 339 

synapse integrin purifn recognition 
281: 137 

tubulin tyrosine ligase mechanism 
286: 243 


Brassica 


oxoacyl ACP reductase 283: 321 


Breast 


tumor cell cathepsin B precursor 
283: 461 


Bromostearate 


spectrin fluorescence quenching 
282: 75 


Brown 


adipose ATPase inhibitor mitochond= 
ria thermogenesis 287: 151 


Brush 


border alanine transport placenta 
pregnancy 288: 47 

border amino acid sodium transport 
281: 95 

border hydroxytryptamine transport= 
er placenta 286: 89 

border phosphate sodium cotrans> 
porter 286: 97 

border placenta human proton trans> 
port 287: 423 

border transport oocyte frog 
285: 785 


Bufo 


embryo glutathione transferase isoen= 
zyme 283: 217 


Butanediol 


enantiomer metab liver ketogenesis 
starvation 285: 647 


Butanetetrol 


cyclic diphosphate Desulfovibrio 
Structure 285: 387 


ce 
hordein conformation barley 
287: 183 
Caco2 
cell apical membrane endopeptidase 
288: 945 
cell differentiation peptidase 
284: 595 
cell membrane isolation centrifugation 
pptn 283: 553 
CAD 
protein phosphorylation histidine 
protonation kinase 287: 791 
Cadaverine 
G protein mast cell 282: 545 
Caenorhabditis 
gene uncl3 phorbol ester receptor 
287: 995 
protein kinase C 282: 219 
Caffeine 
inositol trisphosphate calcium cere= 
bellum 282: 309 
Calcimedin 
flagella trypanosome 287: 187 
Calcineurin 
Aalpha gene promoter cloning rat 
288: 801 
Calciosome 
inositol triphosphate calreticulin 
myeloid cell 281: 651 
Calcium 
activation protein kinase 284: 221 
amylase release pancreas 287: 403 
antagonist TMB8 phospholipid metab 
choline 286: 505 
ATPase Ruthenium Red muscie 
287: 767 
ATPase sarcoplasmic reticulum 
285: 303 
ATPase sarcoplasmic reticulum cell 
288: 297 
ATPase sarcoplasmic reticulum mus> 
cle 283: 713 
ATPase SERCA2b platelet 286: 135 
binding dystrophin carboxy terminal 
fragment 288: 1037 
binding heparin polarimetry 
282: 601 
binding protein CSLP sea urchin 
287: 741 
binding protein Trypanosoma flagella 
287: 187 
blood platelet calpain activation 
284: 755 
calmodulin protein kinase antiporter 
282: 139 
calreticulin review 285: 681 
cAMP pituitary VIP 284: 637 
cell proliferation artery cAMP 
288: 527 
cerebellum inositol trisphosphate 
caffeine 282: 309 
channel aorta microsome vasocon> 
strictor 282: 81 
channel cardiac isoform brain 
288: 553 
channel neutrophil intracellular calci= 
um 288: 519 
cytosol HEL cell receptor 281: 301 
death hepatocyte ATP 288: 207 
dependent cysteine proteinase proteo> 
glycan degrdn 285: 857 
efflux hydroperoxide liver mitochond= 
ria pore 285: 65 
elongation factor phosphorylation 
parotid secretion 282: 877 
energy metab mitochondria nerve 
283: 41 
essential methanol dehydrogenase 
quinoprotein 287: 709 
flux T cell myristate 283: 113 
glioblastoma C6 bombesin receptor 
286: 641 
gluconeogenesis hepatocyte ATP 
283: 265 
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grancalcin neutrophil 286: 549 

guanosine thiotriphosphate neutro= 
phil exocytosis 287: 695 

heart contraction neurotransmitter 
285: 311 

heart mitochondria doxorubicin 
281: 871 

hepatocyte adrenergic receptor phos> 
phatidylinositol 288: 357 

hepatocyte inositol trisphosphate 
GSSG 284: 507 

influx pathway vascular endothelium 
284: 521 

inositol phosphate signal transduction 
PHA 285: 137 

inositol trisphosphate bird salt gland 
282: 703 

insulin secretion protein phosphoryla> 
tion 285: 973 

intracellular T lymphocyte phosphati= 
dylserine biosynthesis 288: 785 

liver hepatocyte injury ATP hypoxia 
283: 399 

liver perfusate bile vasopressin 
281: 387 

mast cell exocytosis 288: 181 

metab liver hormone bile salt 
283: 575 

muscle dihydroxyvitamin D3 protein 
kinase 281: 349 

neutrophil staurosporine 283: 499 

nitric oxide synthase hydrogen perox= 
ide 281: 627 

norepinephrine secretion protein 
285: 697 

oscillation channel oocyte 287: 79 

oscillation cytoplasm second messen> 
ger hepatocyte 286: 869 

oscillation platelet fibrinogen 
283: 379 

pancreastatin glycogenolysis liver 

4: 659 


phospholipase D 284: 531 

phospholipase phosphoinositide metab 
283: 347 

phosphorylase kinase activation 
mechanism 283: 845 

platelet collagen 288: 925 

platelet growth factor phospholipase 
281: 775 

platelet leukocyte cathepsin G 
288: 741 

potassium transport neutrophil glucu= 
ronidase superoxide 288: 1025 

protein exocytosis mammary lactation 
286: 13 

protein formation arachidonate 
282: 487 

protein kinase noradrenaline release 
282: 645 

pump expression COS1 cell 285: 791 

pump mRNA alternative splicing 
283: 355 

pump SERCA2a SERCA2b regulation 
phospholamban 286: 591 

pump thapsigargin sarcoplasm reticu= 
lum 283: 525 

regulation glycine metab mitochondria 
liver 283: 435 

release hepatocyte pyrophosphatase 
282: 306 

release hepatocyte taurolithocholate 
phorbol ester 287: 891 

sarcoplasmic reticulum muscle em= 
bryo 282: 399 

signaling integrin CD11b CD18 
288: 465 

sodium exchange pancreas pH 
285: 123 

sodium hydrogen ion exchange os> 
teoblast 288: 137 

steroidogenesis calmidazolium 
281: 291 

translocation adrenal ATPase inhib= 
itor 288: 457 
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translocation neutrophil respiration 
protein phosphatase 286: 687 
transport hepatocyte vasopressin 
284: 243 
transport histamine receptor 
284: 425 
transport inositol phosphate 
288: 489 
transport Leishmania mitochondria 
membrane potential 284: 463 
transport mesangium adenosine 
282: 871 
transport pituitary TRH 283: 507 
transport platelet polemic 285: 341 
285: 343 
transport platelet rap! protein 
281: 325 
transport vasopressin somatostatin 
insulin 288: 847 
uptake accumulation mitochondria 
spermine 286: 597 
von Willebrand factor secretion 
286: 631 
Caldesmon 
actin myosin interaction 287: 633 
magnesium ATPase muscle 288: 733 
phospholipid interaction 284: 911 
Callus 
hyperplastic collagen lysyl hydroxyla> 
tion 282: 313 
Calmidazolium 
steroidogenesis stimulation 281: 291 
Calmodulin 
binding 80 kilodalton kinase brain 
281: 339 
calcium protein kinase antiporter 
282: 139 
conformer trifluoperazine antibody 
neuropeptide 284: 803 
dependent nitric oxide synthase pituis 
tary 285: 201 
interaction G protein transducin 
subunit 283: 683 
nitric oxide synthase hydrogen perox> 
ide 281: 627 
phosphorylation casein kinase II 
283: 21 
phosphorylation insulin 286: 211 
Calpain 
activation blood platelet calcium 
284: 755 
calpastatin gene expression muscle 
starvation 287: 163 
inhibition ketone deriv 288: 759 
proteoglycan degrdn 285: 857 
Calpastatin 
calpain gene expression muscle star> 
vation 287: 163 
Calponin 
magnesium ATPase muscle 288: 733 
phosphatase muscle 286: 197 
Calreticulin 
calcium review 285: 681 
inositol triphosphate calciosome 
myeloid cell 281: 651 
sequence frog 287: 579 
Calsequestrin 
like protein CSLP sea urchin 
287: 741 
sequence cDNA Rana 283: 767 
cAMP 
adipocyte insulin binding 288: 625 
adrenergic agonist G protein 288: 41 
binding protein conformation cAMP 
287: 627 
blood platelet mastoparan 281: 465 
blood vessel endothelium EDRF 
288: 345 
calcium oscillation hepatocyte 
286: 869 
calcium pituitary VIP 284: 637 
cell proliferation calcium artery 
288: 527 
formation megakaryocyte thrombin 
281: 73 


glucagon receptor hepatocyte ethanol 
286: 681 
growth factor plasminogen activator 
inhibitor 287: 855 
insulin secretion calcium 285: 973 
interleukin signal transduction G 
protein 282: 59 
LDL lipoprotein receptor blood vessel 
282: 853 
metab liver pregnancy 286: 419 
monoclonal antibody structure func> 
tion 285: 129 
mucin colon carcinoma A23187 ara= 
chidonate 283: 421 
pancreastatin glycogenolysis liver 
284: 659 
platelet signal transduction collagen 
283: 889 
receptor protein Escherichia pBR322 
promoter 287: 937 
regulation cloned carboxykinase pro= 
moter kidney 284: 725 
regulation rat carnitine palmitoyl= 
transferase gene 286: 779 
retinoate endothelium thrombomodu= 
lin expression mechanism 
281: 149 
steroidogenesis calmidazolium 
281: 291 
Canalicular 
plasma membrane bile salt transport 
284: 67 
Canaliculus 
cell CAM105 glycophosphoprotein 
isoform sequence 285: 47 
Cancer 
colon differentiation proteoglycan 
release 287: 131 
colon gene overexpression urokinase 
receptor 285: 629 
prostate enzyme unsatd fatty acid 
285: 557 
Candida 
alkane grown microsome alc oxidase 
282: 325 
Capillary 
electrophoresis high performance 
histone 283: 467 
Carbachol 
arachidonate pancreatic islet insulin 
release 287: 283 
inositol bisphosphate metab brain 
288: 807 
phosphatidylinositol hydrolysis pan= 
creatic islet 285: 541 
Carbamoyl 
phosphate formation mitochondria 
282: 173 
Carbamoyltransferase 
ornithine carbamoyl phosphate syn= 
thase mitochondria 282: 173 
Carbapenem 
antibiotic regulation Erwinia homose= 
rine lactone 288: 997 
Carbohydrate 
dopachrome tautomerase 284: 109 
glycoprotein hormone structure review 
287: 665 
liver glucagon cell shrinkage 287: 17 
metab muscle insulin IGF 285: 269 
moiety glycoprotein antigenicity 
honeybee 284: 377 
plasminogen activator endocytosis 
liver 285: 799 
Carbon 
dioxide aspartate metab kidney 
284: 697 
monoxide dehydrogenase redn poten= 
tial 285: 181 
14 labeling liver fatty acid 283: 145 
Carbonic 
anhydrase gene promoter DHS regu= 
lation 288: 545 
anhydrase muscle rabbit rat 
282: 165 


Carbonyl 
blood plasma protein cigaret smoke 
286: 607 
Carboxy 
ferritin iron incorporation 288: 591 
terminal fragment dystrophin function 
288: 1037 
Carboxyarabinitol 
phosphate phosphatase Phaseolus 
287: 821 
Carboxyimidazolylethylcysteine 
urine 283: 39 
Carboxykinase 
phosphoenolpyruvate mRNA liver 
regeneration 287: 113 
phosphoenolpyruvate oxoglutarate 
liver 285: 767 
phosphoenolpyruvate promoter kidney 
epithelial cell 284: 725 
Carboxyl 
group essential cellulase D Clostridium 
285: 319 
Carboxylase 
acetyl CoA inhibition CoA epididymis 
283: 35 
acetyl CoA lactation hormone 
285: 469 
pyruvate bicarbonate ATP cleavage 
mechanism 287: 1011 
Carboxylation 
gamma factor X prothrombin 
284: 25 
Carboxylesterase 
mosquito 287: 355 
Carboxylic 
fatty acid oxidn Corynebacterium 
285: 117 
Carboxymethyltransferase 
Haras protein extension ubiquitin 
285: 55 
Carboxypeptidase 
Al sequence cDNA human 287: 299 
E ionization cobalt reconstitution 
kinetics 285: 613 
galactosidase complex fibroblast 
gangliosidosis galactosialidosis 
285: 833 
transpeptidase Streptomyces arginine 
structure 283: 123 
Carcinoma 
colon glycoprotein characterization 
283: 193 
embryo keratan sulfate proteoglycan 
286: 959 
lung gastrin releasing peptide recep> 
tor 281: 115 
metastasis heparan sulfate proteogly= 
can 288: 215 
Cardiac 
isoform calcium channel brain 
288: 553 
Cardiolipin 
inhibition DNA topoisomerase I 
285: 503 
Carnitine 
octanoyltransferase inhibition malo= 
nyl CoA 286: 637 
palmitoyltransferase detn cerebellum 
liver organ 282: 415 
palmitoyltransferase gene promoter 
regulatory element 286: 779 
palmitoyltransferase hepatocyte fatty 
acid oxidn 281: 561 
palmitoyltransferase phosphorylation 
mitochondria peroxisome hepato= 
cyte 287: 487 
palmitoyltransferase proteinase mito> 
chondria inhibitor 282: 909 
Carrier 
ligand membrane cytosol binding 
protein 284: 353 
Cartilage 
articular keratan sulfate fucose oligo= 
saccharide 286: 235 
articular protein MGP 282: 1 





epiphyseal sulfation chondroitin 
proteochondroitin detergent 
285: 577 

interleukin 1 lysosome cysteine endo> 
peptidase 287: 657 

keratan sulfate acetylneuraminic 
acid cap 286: 231 

laryngeal pig aggrecan sequence 
286: 761 


protein formation growth factor 
288: 721 

proteoglycan cleavage interleukin 1 
284: 589 

proteoglycan interleukin 1 endopepti> 
dase inactivator 281: 175 

Casein 

kinase II calmodulin phosphorylation 
283: 21 

kinase II echinoderm 283: 829 
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acetylhexosaminidase subunit se> 
quence mouse 285: 593 

calsequestrin Rana 283: 767 

carboxypeptidase Al sequence human 
287: 299 

cytochrome P 450 CYP2B12 sequence 
287: 775 

ecto ATPase isoform sequence rat 
285: 47 

flavin contg monooxygenase sequence 
human 287: 261 

glucosamine sulfatase sequence hu> 
man 288: 539 

glutathione transferase alpha se> 
quence rat 284: 313 

glutathione transferase subunit se> 
quence rat 287: 957 

GM2 activator protein sequence 
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peptide 288: 1053 

adhesion mol 105 sequence liver 
285: 47 

animal expression homoserine kinase 
Escherichia 281: 865 

ATP formation respiration review 
284: 1 

BeWo nucleoside transport 288: 987 

binding plasminogen sialate function 
284: 81 

Caco2 apical membrane endopepti= 
dase 288: 945 

Caco2 HT29 differentiation peptidase 
284: 595 

cell interaction fibroblast EGF 
285: 215 

cycle phosphoprotein gene RB phos= 
phorylation 287: 965 

cycle progression polyamine 281: 87 


Cat human 282: 807 cysteine proteinase inhibitor permea> 
ox mannosidase specificity 286: 55 hexokinase I sequence human tion 285: 495 

Catalysis 285: 193 Cll phosphorylase isoenzyme 
prolyl endopeptidase 283: 647 hydroxyindole methyltransferase 282: 665 

Catalyst sequence pineal gland 282: 571 differentiation colon proteoglycan 
peptide coupling chymosin 288: 941 inositol monophosphatase sequence release 287: 131 


Catalytic human rat 284: 749 differentiation granulocyte HL60 


antibody amide hydrolysis 284: 675 
domain cytochrome P 450 BM3 
288: 503 
Cataract 
alpha crystallin conformation stability 
ascorbate 287: 107 
Catechin 
DNA cleavage topoisomerasellI fla= 
vone structure 282: 883 
HIV 1 reverse transcriptase inhibition 
288: 717 
Catechol 
methyltransferase kinetics mechanism 
286: 951 
Catecholamine 
glucose transporter adipocyte insulin 
288: 325 
Catecholase 
hysteresis pH thylakoid 286: 623 
Cathepsin 
B detection biotinylated affinity 
label 283: 449 
B inhibition ketone deriv 288: 759 
B neoplasm liver 285: 427 
B precursor biotinylated affinity 
label 283: 461 
B processing glycosylation liver 
2ST 


B tumor extracellular matrix degrdn 
282: 273 

E kinetics endothelin precursor 
284: 407 

G leukocyte platelet calcium 
288: 741 

inhibitor permeation lysosome 
285: 495 

muscle regeneration Duchenne mus> 
cular dystrophy 288: 643 

Cation 

binding integrin EF hand motif 
285: 325 

bivalent CheY protein conformation 
NMR 287: 521 

channel nonselective G protein neu= 
trophil 288: 1025 

heparin interaction 285: 477 

metal protease thermostability ther= 
mophilic Bacillus 287: 367 

org transporter mRNA Xenopus 
oocyte 283: 409 

phosphate interaction CheY protein 
287: 533 

Cattle 

collagen type I sequence 283: 129 

endothelin ETB receptor gene se= 
quence 287: 305 

K 


receptor brain phosphoinositide 
285: 847 


inositol monophosphatase sequence 
Xenopus 286: 147 
phosphogluconate dehydrogenase 
sequence sheep 288: 1061 
protein P5 sequence hydroxyurea 
hamster 281: 645 
protein TGN41 sequence rat 
283: 313 
PUMP | metalloproteinase sequence 
mesangium 285: 899 
sequence acetylglucosamine phospho> 
transferase mouse 285: 985 
sequence aggrecan chicken 288: 903 
sequence chimaerin rat brain 
287: 415 
sequence ferritin precursor pea 
288: 931 
sequence glucose transport protein 
GLUT7 286: 173 
sequence glutathione transferase Yc 
mouse 285: 173 
sequence malic enzyme duck 
284: 869 
sequence sperm protein monkey rat 
286: 671 
sequence surfactant protein D human 
284: 795 
sequence trehalase mealworm beetle 
288: 19 
sequence xanthine dehydrogenase 
mouse liver 283: 863 
serine hydroxymethyltransferase 
sequence rabbit 286: 117 
signal peptidase subunit sequence 
chicken 282: 447 
SPARC protein sequence Xenopus 
281: 513 
sucrase isomaltase sequence human 
285: 915 
ubiquinone reductase subunit se> 
quence Neurospora 288: 29 
CD11b 
CD18 integrin calcium signaling 
288: 465 
CD15 
antigen neutrophil adhesion 288: 23 
CD2 
CD3 antigen signal transduction 
phosphatase 288: 69 
CD23 


antigen sol disulfide bond 286: 819 
CD3 
antigen phosphorylation cytosol phos= 
phatase 288: 69 
CD59 
antigen complement inhibiting platel= 
et membrane 282: 409 
Cell 
adhesion amyloid precursor protein 


lysophospholipase 288: 831 
Ehrlich ascites guanosine transport 
287: 431 
germ alk phosphatase isoenzyme 
as 
membrane calcium transport inositol 
phosphate 288: 489 
membrane HDL3 lipoprotein aorta 
endothelium 284: 145 
membrane isolation centrifugation 
pptn Caco2 283: 553 
membrane nucleotidase laminin fibro> 
nectin 282: 181 
membrane transport vesicle fusion 
exocytosis 285: 383 
motility microfilament magnesium 
tropomyosin 288: 727 
nucleus protein phosphorylation 
review 287: | 
osmotic stress solute 282: 69 
proliferation cyclic nucleotide vessel 
288: 527 
proliferation mevalonate 288: 883 
protein formation arachidonate 
282: 487 
sarcoplasmic reticulum calcium AT> 
Pase 288: 297 
shape plasminogen activator inhibitor 
expression 284: 433 
shape plasminogen activator inhibitor 
gene 288: 1017 
shrinkage glucagon carbohydrate 
liver 287: 17 
stathmin phosphorylation 287: 549 
vol hepatocyte protein formation 
287: 217 
vol liver bile acid 288: 681 
wall loosening xyloglucan endotrans= 
glycosylase plant 282: 821 
wall polysaccharide methylation 
methyltransferase flax 286: 863 
3T3L1 protein GLUT! GLUT4 
284: 275 
Cellobiohydrolase 
multiple form stereochem Talaromyc> 
es 283: 31 
Cellobiose 
tyramine iodine label chylomicron 
286: 937 
Cellulase 
Clostridium 283: 69 
D essential carboxyl group Clostridium 
285: 319 
Centrifugation 
Caco2 cell membrane isolation 
283: 553 
CeqI 
restriction endonuclease subunit 
assocn regulation 286: 85 
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Ceramide 
glycanase Lumbricus 285: 619 
Cerebellum 
calcium inositol trisphosphate caffeine 
282: 309 
carnitine palmitoyltransferase detn 
liver organ 282: 415 
Cerebral 
cortex phosphoinositide muscarinic 
receptor 288: 807 
Ceruloplasmin 
formation copper nutrition 282: 835 
formation uterus 288: 657 
Cfos 
gene muscle hypertrophy develop= 
ment 281: 143 
gene platelet activating factor 
286: 527 
cGMP 
cell proliferation calcium artery 
288: 527 
formation astrocyte noradrenaline 
288: 619 
pancreas islet interleukin 1 beta 
287: 229 
phosphodiesterase gamma subunit 
domain retina 281: 637 
phosphodiesterase phosphorylation 
activation 283: 487 
phosphodiesterase subunit domain 
é interaction rod 283: 273 
ha 


method enzyme kinetics 282: 261 
Channel 
calcium aorta microsome vasocon> 
strictor 282: 81 
calcium cardiac isoform brain 
288: 553 
calcium neutrophil intracellular calci= 
um 288: 519 
calcium oscillation oocyte 287: 79 
proton NADPH oxidase arachidonate 
283: 171 
Channeling 
diffusion metabolite enzyme mecha= 
nism 286: 977 
hypothesis Aspergillus quinate shiki= 
mate pathway 284: 181 
Charge 
Sarcophaga lectin interaction galac= 
tose structure 284: 227 
Chem 
flux enzyme kinetic barrier 284: 213 
Chemiosmosis 
model rate force enzyme 283: 541 
CheY 
protein conformation bivalent cation 
NMR 287: 521 
protein phosphate cation interaction 
287: 533 
Chicken 
aggrecan cDNA sequence domain 
evolution 288: 903 
blood serum riboflavin binding phos= 
phoglycoprotein 285: 275 
glutathione transferase CL 3 sequence 
281: 545 
glycogen phosphorylase muscle devel= 
opment 286: 915 
histone H5 enhancer GATAI binding 
283: 905 
pectoralis muscle glycogen phospho> 
rylase 288: 291 
pineal gland hydroxyindole methyl= 
transferase sequence 282: 571 
recombinant creatine kinase heart 
mitochondria 288: 771 
retinol Mueller cell retina 285: 907 
signal peptidase subunit cDNA se= 
quence 282: 447 
Chimaerin 
cDNA sequence rat brain 287: 415 
Chimeric 
IgG Fab fragment mouse human 
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mutant secretory extracellular super= 





KEYWORD INDEX 


oxide dismutase 288: 451 
protein inhibitor deoxyfluorogalactose 
285: 821 
riboflavin binding phosphoglycopro> 
tein conformation 285: 275 
site structure orosomucoid 283: 105 
tissue type plasminogen activator 
folding 286: 275 
Glycosylphosphatidylinositol 
insulin sensitive T cell 282: 681 
Glycoursodeoxycholate 
calcium liver vasopressin glucagon 
283: 575 
GMI 
ganglioside beta galactosidase placen= 
ta 285: 827 
Golden 
hamster glutathione S transferase 
286: 383 
Golgi 
app apolipoprotein B hepatocyte 
288: 413 


app apolipoprotein detn 285: 153 
app arabinosyltransferase xylosyl= 
transferase bean 288: 817 
estrogen proteolgycan formation 
chondrocyte 281: 525 
membrane adipocyte G protein 
283: 795 
trans network protein 41 283: 313 
vesicle transfer endoplasmic reticulum 
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286: 793 

antithrombin structure 282: 345 

binding calcium polarimetry 
282: 601 

binding EGF mRNA tissue 287: 681 

binding histone chromatin accessibili= 
ty 288: 953 

biosynthesis model 287: 21 

derived trisaccharide glucosamine 
sulfatase deficiency 282: 605 

fraction liver lipase 285: 731 

interaction copper 283: 243 

iron free radical peroxidn linolenate 
286: 717 

metal cation interaction 285: 477 

optical calcium complex 282: 601 

phosphatidylinositol phosphate kinase 
arteriosclerosis 281: 803 

zinc soln interaction pH 287: 849 

Hepatic 

lipase heparin fraction 285: 731 

Hepatocyte 

acute phase protein cytokine 
287: 255 

autophagy cytoskeleton okadaic acid 
284: 633 

calcium adrenergic receptor phospha> 
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secretion inhibition hepatoma eicosa> 
pentaenoate 286: 305 
Trichoderma 
endoglucanase I thermoinactivation 
kinetics mechanism 287: 583 
glucosidase mechanism 283: 679 
Tricyclic 
antidepressant trypanothione reduc= 
tase inhibitor modeling 286: 9 
Trifluoperazine 
calmodulin conformer antibody neu> 
ropeptide 284: 803 
Triglyceride 
formation liver regulation 283: 719 
Trihydroxyphenylalanine 
quinone amine oxidase Escherichia 
288: 337 
Triiodothyronine 
ADP ribosylation protein mitochond= 
ria 283: 849 
muscle ATPase calcium 283: 713 
tryptophan countertransport erythro> 
cyte 281: 81 
Trimethoxybenzoate 
diethylaminooctyl calcium antagonist 
phospholipid metab 286: 505 
Trisaccharide 
heparin derived glucosamine sulfatase 
deficiency 282: 605 
Triterpene 
hopanoid glycoside Rhodospirillum 
287: 159 
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Tritiated 
water formation deoxyglucose eryth= 
rocyte 288: 433 
Triton 
WR 1339 triacylglycerol metab hepa> 
tocyte 285: 655 
tRNA 
protein synthesis detn radioassay 
283: 583 
selenocysteine opal suppressor forma> 
tion liver 284: 827 
Trophoblast 
membrane sodium proton exchanger 
284: 33 
Tropomyosin 
actin thin filament troponin phospho> 
rylation 288: 123 
magnesium microfilament cell motility 
288: 727 
Troponin 
T phosphorylation ATPase thin filas 
ment 288: 123 
Trout 
rainbow band 3 protein sequence 
285: 17 
Trypanosoma 
membrane G protein 287: 443 
trypanothione reductase inhibitor 
mol modeling 286: 9 
variant surface glycoprotein galacto> 
sylation galactosyltransferase 
283: 479 
Trypanosome 
calcimedin flagella 287: 187 
Trypanosomicide 
deoxyadenosine analog MDL73811 
transport 283: 755 
Trypanothione 
reductase inhibitor mol modeling 
phenothiazine 286: 9 
Trypsin 
affinity label biotinylated aminoacyl= 
chloromethane 283: 455 
like serine proteinase mammary ade> 
nocarcinoma 283: 209 
mechanism tetrahedral intermediate 
stabilization 286: 889 
Tryptase 
like serine proteinase mammary ade= 
nocarcinoma 283: 209 
Tryptophan 
DD peptidase Streptomyces 
282: 361 
formation yeast enzyme modulation 
287: 473 
macrophage neurotoxin quinclinate 
inflammation 283: 633 
starvation Escherichia proteolysis 
stringent response 286: 187 
triiodothyronine countertransport 
erythrocyte 281: &1 
uptake proximal tubule membrane 
286: 103 
Tubule 
proximal membrane tryptophan up> 
take 286: 103 
Tubulin 
posttransiation modification brain 
development 288: 919 
tyrosine ligase mechanism brain 
286: 243 
Tubulovesicle 
membrane stomach G protein rab2 
285: 715 
Tumor 
breast cell cathepsin B precursor 
283: 461 
cathepsin B extracellular matrix 
degrdn 282: 273 
mammary inositol phosphate vaso= 
pressin 286: 459 
necrosis factor oligomer monomer 
bioactivity 284: 905 
necrosis factor polyADP ribose po> 
lymerase 288: 255 
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necrosis factor sepsis intestine protein 
286: 585 
virus mouse mammary expression 
review 283: 625 
Tungstate 
glucose metab hepatocyte 282: 659 
Two 
hydronic reactive state acetylcholi= 
nesterase 285: 451 
Type 
I collagen gene fibroblast leukoregulin 
284: 629 
Tyramine 
cellobiose iodine label chylomicron 
286: 937 
G protein mast cell 282: 545 
Tyrosinase 
mechanism dihydroxymandelate 
oxidative decarboxylation 
281: 353 
monohydric phenol oxidn 288: 63 
mutant stabilization oxygen complex 
Streptomyces 282: 915 
Tyrosine 
active site glutathione transferase 
mechanism 285: 537 
cytochrome b2 electron transfer 
285: 187 
hydroxyanisole oxidn tyrosinase 
288: 63 
hydroxylase complex dopamine pheo= 
chromocytoma 284: 687 
kinase interleukin 2 receptor 
285: 851 
kinase phosphatidylinositol kinase 
p85 subunit 288: 395 
phosphatase IGF I receptor dephos= 
phorylation 285: 71 
phosphorylation myeloid cell lipopep= 
tide 282: 551 
phosphorylation phospholipase recep= 
tor coupling neutrophil 281: 597 
phosphorylation protein liver Kupffer 
cell 288: 777 
phosphorylation protein platelet 
284: 923 


phosphorylation zymosan macrophage 
respiratory burst 288: 427 

protein kinase detn prostate cytosol 
284: 653 

protein phosphatase platelet activas 
tion 286: 441 

tubulin ligase mechanism brain 
286: 243 
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amino acid transport erythrocyte 
281: 81 
Ubiquinol 
oxidase heme orientation Escherichia 
membrane 282: 255 
Ubiquinone 
reductase subunit sequence cDNA 
Neurospora 288: 29 
Ubiquitin 
extension Haras protein farnesyl= 
transferase carboxymethyltransfer= 
ase 285: 55 
fusion gene DUbS2 sequence Droso= 
phila 286: 281 
UDP 
acetylglucosamine dolichylphosphate 
acetylglucosamine phosphotransf= 
erase sequence 285: 985 
glucuronosyltransferase multiple 
form fish 284: 417 
UMRI10601 
cell heparan sulfate proteoglycan 
membrane 285: 25 
Uncompetitive 
inhibition alk phosphatase leucine 
phenylalanine 286: 23 
Undernutrition 
lipid adipose refeeding 285: 773 
Unsatd 
fatty acid inhibition steroid reductase 
285: 557 


Uptake 
calcium mitochondria spermine 
286: 597 
glucose muscle GLUT] protein 
286: 157 
liver tissue type plasminogen activa= 
tor 284: 545 
macroglobulin liver scavenger recep= 
tor 287: 447 
oleate carrier hepatocyte 284: 353 
pimelate Bacillus pimeloyl CoA syn= 
thase 287: 685 
polyamine vein endothelium 
286: 413 
tryptophan proximal tubule mem> 
brane 286: 103 
Uracil 
DNA glycosylase substrate excision 
287: 1007 
Urea 
cycle perfusion liver 287: 813 
Urine 
carboxyimidazolylethylcysteine 
283: 39 
Urokinase 
receptor gene overexpression colon 
cancer 285: 629 
Uroporphyrinogen 
decarboxylase mutation active site 
Saccharomyces 288: 753 
Ursodeoxycholate 
anticholestatic hepatocyte detergent 
transport 288: 613 
Uterus 
ceruloplasmin formation 288: 657 
P 


prostacyclin release vascular endothe> 
lium 284: 733 
UV 


sensitivity DNA damage recognition 
protein 282: 203 
U105 
MG cell complement C2 287: 595 


fps transformation nucleoside trans> 
port 282: 147 
Vacuole 
ATPase pyrophosphatase size beet 
283: 493 
Vanadate 
insulinomimetic protein phosphoryla= 
tion 288: 631 
Variant 
surface glycoprotein galactosylation 
galactosyltransferase Trypanosoma 
283: 479 
Vas 
deferens calcium histamine receptor 
284: 425 
Vascular 
atriopeptin receptor complex trans> 
port cycling 288: 55 
disease hexamethylenebisacetamide 
smooth muscle inhibition 
283: 403 
endothelium calcium influx pathway 
284: 521 
endothelium phosphatidate purinergic 
receptor 287: 31 
endothelium prostacyclin nucleotide 
receptor 284: 733 
smooth muscle proliferation inhibition 
hexamethylenebisacetamide 
283: 403 
Vasoconstrictor 
calcium channel aorta microsome 
282: 81 
Vasopressin 
calcium liver bile salt 283: 575 
calcium liver perfusate bile 281: 387 
calcium transport hepatocyte 
284: 243 
diacylglycerol formation 285: 759 
inositol phosphate WRK1 cell 
286: 459 
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inositol phosphate WRK1 mammary 
tumor 286: 469 
insulin somatostatin signal transduc> 
tion 288: 847 
platelet protein kinase C translocation 
288: 891 
protein kinase hepatocyte 283: 341 
Vein 
endothelium polyamine uptake 
286: 413 
Venom 
Apis phospholipase A2 antigenicity 
284: 377 
Synanceja hyaluronidase reaction 
product 283: 99 
Verotoxin 
interferon receptor sequence similari= 
ty 283: 25 
Vertebrate 
liver glycosylasparaginase comparison 
282: 891 
Very 
low density lipoprotein liver oleate 
287: 749 
low density lipoprotein liver parench= 
yma 282: 41 
low density lipoprotein metab beta 
286: 785 
Vesicle 
estradiol dehydrogenase endometrium 
288: 375 
phospholipid cholesterol equilibration 
283: 537 
reverse enzyme activity 285: 373 
transfer endoplasmic reticulum Golgi 
288: 969 
transport cell membrane fusion exo= 
cytosis 285: 383 
Vessel 
cell proliferation cyclic nucleotide 
288: 527 
Vibration 
ligand amide protein NMR 288: 167 
Vibrio 
collagenase gene sequence 281: 703 
IP 


calcium cAMP pituitary 284: 637 
receptor liver regeneration 285: 515 
Virus 
herpes infection Alu transcription 
TFIIIC 284: 667 
mouse mammary tumor expression 
review 283: 625 
Vitamin 
A hyperlipidemia chylomicron metab 
285: 641 
A retinoate receptor mRNA 286: 755 
D3 hydroxylase liver microsome 
287: 725 
” E lipoprotein peroxidn atherosclerosis 
288: 341 
E uptake organ apolipoprotein recep= 
tor 287: 247 
K cycle thioredoxin disulfide isomer= 
ase 281: 255 
Vitelline 
membrane outer layer protein 
286: 17 
Von 
Willebrand factor blood factor VIII 
282: 129 
Willebrand factor epitope monocional 
antibody 284: 711 
Willebrand factor secretion calcium 
286: 631 
Water 
tritiated formation erythrocyte deoxy= 
glucose 288: 433 
Weaning 
lactation lipolysis adenylate cyclase 
281: 333 
Wheat 
barley allergen glycosylation baker 
asthma 281: 401 
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Wool 
keratin 5 sequence 282: 291 
Wortmannin 
platelet response pleckstrin phospho= 
rylation histidine 285: 745 
Wound 
tissue potato glycoprotein 283: 813 
WRK! 
cell inositol phosphate vasopressin 
286: 459 
mammary tumor inositol phosphate 
vasopressin 286: 469 
Xanthine 
dehydrogenase cDNA sequence mouse 
liver 283: 863 
dehydrogenase function structure 
Drosophila 285: 507 
dehydrogenase gene L929 cell inter= 
eron 285: 1001 
Xenobiotic 
cytochrome P 450 expression 
281: 359 
glutathione conjugation rate live 
285: 401 
regulation mouse gene Cyp2E1 
281: 689 
Xenopus 
inositol monophosphatase cDNA 
sequence 286: 147 
oocyte amino acid transporter MRNA 
281: 717 
oocyte formyl peptide receptor ex> 
pression 284: 207 
oocyte muscarinic receptor processing 
285: 753 
oocyte org cation transporter MRNA 
283: 409 
polyA binding protein 287: 761 
SPARC protein cDNA sequence 
281: 513 
Xylanase 
active site Streptomyces 281: 601 
essential glutamate Bacillus 288: 117 
Xyloglucan 
endotransglycosylase cell wall loosen= 
ing plant 282: 821 
Xylose 
isomerase mechanism Arthrobacter 
283: 223 
isomerase metal ion binding 
286: 729 
isomerase structure stability denatus 
rant heat 285: 889 
Xylosyltransferase 
Golgi app bean 288: 817 
Yeast 
alc dehydrogenase zinc 287: 361 
CTP phosphocholine cytidylyltransf= 
erase lipid 285: 815 
flavocytochrome b2 recombinant 
cytochrome domain 283: 87 
hydrogen ion maltose transport 
284: 441 
kidney amino acid oxidase 286: 389 
TFIID mouse TATA less promoter 
285: 721 
tryptophan formation enzyme modu 
lation 287: 473 
Zinc 
alc dehydrogenase structure stability 
287: 361 
aminoacylase inactivation phenan> 
throline 281: 285 
angiotensin converting enzyme isoen> 
zyme 288: 875 
binding rhodopsin disk membrane 
282: 123 
erythropoietin formation 285: 113 
glycerophosphocholine cholinephos= 
phodiesterase inhibition tellurium 
tetrachloride 284: 641 
heparin soln interaction pH 287: 849 
thyroid hydrogen peroxide forming 
enzyme 283: 591 


Zymogen 
autoactivation inhibitor control kinet= 
ic analysis 282: 583 
granule plasma membrane fusion 
286: 747 
Zymosan 
glycogenolysis liver leukotriene pros> 
taglandin 283: 773 
tyrosine phosphorylation macrophage 
respiratory burst 288: 427 
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